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Label Designation Allele Size Ladder Siae Deviation 

300 17 300.4 300.4 +0.0 

324 23 331.3 324.3 +0.0 

QUALITY 

Scare = 0.0000 

RULES Kl HKIl 

Number fired = 2 

> peek centering 

The designated peaks should comprise a certain percentage of the signal. 
This profile's designated peaks contain less than that percentage. 

> third peak 

One or two peaks should contain most of the DMA. signal. 

In this genotype, a third peak cantaiied too much. TOSk signal. 
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